
deepBlockAlign v1.0

Block group alignment: cluster-1021-28S-rRNA-related with cluster-344-chr3-Cys-GCA (Score: 0.679731)

Block 1

Block 2

Block 3

chr6:120625141 120625161 120625181

Block 1

Block 2

Block 3

chr3:133430650 133430670 133430690

Table 1: Aligned Blocks
rRNA tRNA
Block 1 Block 1
Block 2 Block 2
Block 3 Block 3

Block alignment:
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Block 1 with 1 (Score=0.29)
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Block 3 with 3 (Score=0.34)
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Block 2 with 2 (Score=0.32)
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