
deepBlockAlign v1.0

Block group alignment: cluster-1052-hY4-RNA with cluster-424-U50 (Score: 0.668020)

Block 1 Block 2

Block 3

chr7:148291340 148291360 148291380 148291400 148291420 148291440

Block 1 Block 2

Block 3

chr6:86443719 86443739 86443759 86443779 86443799

Table 1: Aligned Blocks
scRNA snoRNA CD
Block 1 Block 1
Block 2 Block 2
Block 3 Block 3

Block alignment:
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Block 1 with 1 (Score=0.23)
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gaps
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Block 2 with 2 (Score=0.30)
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Block 3 with 3 (Score=0.83)
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