deepBlockAlign v1.0

Block group alignment: cluster-1064-n-a with cluster-461-hsa-mir-486 (Score: 0.866307)

chr8:41637117 41637137 41637157 41637177

Block 1 Block 2

chr8:41637118 41637138 41637158 41637178

Table 1: Aligned Blocks

n/a miRNA
Block 1 | Block 1
Block 2 | Block 2

Block alignment:

Block 1 with 1 (Score=0.59) Block 2 with 2 (Score=0.34)
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