
deepBlockAlign v1.0

Block group alignment: cluster-1074-hY4-RNA with cluster-705-HBII-436 (Score: 0.795620)

Block 1 Block 2

chr8:124126138 124126158 124126178 124126198 124126218

Block 1 Block 2

chr15:22778233 22778253 22778273 22778293 22778313

Table 1: Aligned Blocks
scRNA snoRNA CD
Block 1 Block 1
Block 2 Block 2

Block alignment:
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Block 1 with 1 (Score=0.24)

scRNA
snoRNA_CD
gaps
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Block 2 with 2 (Score=0.13)
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