
deepBlockAlign v1.0

Block group alignment: cluster-117-U25 with cluster-519-hsa-mir-374a (Score: 0.755549)

Block 1 Block 2

Block 3

chr11:62379604 62379624 62379644 62379664

Block 1 Block 2 Block 3

chrX:73423850 73423870 73423890 73423910

Table 1: Aligned Blocks
snoRNA CD miRNA

Block 1 Block 2
Block 2 Block 3

Block alignment:
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Block 1 with 2 (Score=0.63)
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Block 2 with 3 (Score=0.19)
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