
deepBlockAlign v1.0

Block group alignment: cluster-176-n-a with cluster-531-hsa-mir-424 (Score: 0.902515)

Block 1 Block 2

chr14:65007582 65007602 65007622 65007642

Block 1 Block 2

chrX:133508338 133508358 133508378 133508398

Table 1: Aligned Blocks
n/a miRNA

Block 1 Block 1
Block 2 Block 2

Block alignment:
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Block 1 with 1 (Score=0.58)
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Block 2 with 2 (Score=0.64)
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