
deepBlockAlign v1.0

Block group alignment: cluster-247-U58A with cluster-49-hsa-mir-181b-1 (Score: 0.906784)

Block 1 Block 2

chr18:45271651 45271671 45271691 45271711

Block 1 Block 2

chr1:197094639 197094659 197094679 197094699

Table 1: Aligned Blocks
snoRNA CD miRNA

Block 1 Block 1
Block 2 Block 2

Block alignment:
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Block 1 with 1 (Score=0.42)
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Block 2 with 2 (Score=0.83)
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