
deepBlockAlign v1.0

Block group alignment: cluster-258-5-8S-rRNA-related with cluster-729-U2-related (Score: 0.838347)

Block 1 Block 2

chr19:23979061 23979081 23979101 23979121 23979141

Block 1 Block 2

chr15:94090123 94090143 94090163 94090183 94090203 94090223

Table 1: Aligned Blocks
rRNA snRNA
Block 1 Block 1
Block 2 Block 2

Block alignment:
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Block 1 with 1 (Score=0.58)

rRNA
snRNA
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Block 2 with 2 (Score=0.73)
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