
deepBlockAlign v1.0

Block group alignment: cluster-271-chr2-Gly-CCC with cluster-1007-chr6-Ala-TGC (Score: 0.832154)

Block 1

Block 2

Block 3

Block 4

chr2:70329618 70329638 70329658 70329678

Block 1

Block 2

Block 3

Block 4

chr6:28719199 28719219 28719239 28719259

Table 1: Aligned Blocks
tRNA tRNA
Block 1 Block 1
Block 2 Block 2
Block 3 Block 3
Block 4 Block 4

Block alignment:
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Block 1 with 1 (Score=0.44)
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Block 2 with 2 (Score=0.77)
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Block 3 with 3 (Score=0.33)
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Block 4 with 4 (Score=0.37)

tRNA
tRNA
gaps

1


