
deepBlockAlign v1.0

Block group alignment: cluster-31-hY1-RNA-related with cluster-862-hsa-mir-128-1 (Score: 0.843329)

Block 1 Block 2

chr1:154720515 154720535 154720555 154720575

Block 1 Block 2

chr2:136139431 136139451 136139471 136139491 136139511

Table 1: Aligned Blocks
scRNA miRNA
Block 1 Block 1
Block 2 Block 2

Block alignment:
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Block 1 with 1 (Score=0.62)

scRNA
miRNA
gaps
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Block 2 with 2 (Score=0.28)
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