
deepBlockAlign v1.0

Block group alignment: cluster-573-chr1-Gln-CTG with cluster-534-U61 (Score: 0.707493)

Block 1

Block 2

Block 3

chr1:145971672 145971692 145971712 145971732 145971752

Block 1 Block 2

Block 3

chrX:135789009 135789029 135789049 135789069 135789089

Table 1: Aligned Blocks
tRNA snoRNA CD
Block 2 Block 1
Block 3 Block 2

Block alignment:
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Block 2 with 1 (Score=0.25)

tRNA
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gaps
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Block 3 with 2 (Score=0.30)
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