
deepBlockAlign v1.0

Block group alignment: cluster-58-ACA36B with cluster-482-hsa-mir-151 (Score: 0.858776)

Block 1 Block 2

chr1:218440510 218440530 218440550 218440570

Block 1 Block 2

chr8:141811860 141811880 141811900 141811920

Table 1: Aligned Blocks
snoRNA HACA miRNA

Block 1 Block 1
Block 2 Block 2

Block alignment:
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Block 1 with 1 (Score=0.39)
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gaps

0 5 10 15 20 25 30

0.
0

0.
2

0.
4

0.
6

0.
8

1.
0

Coordinate

N
or

m
al

iz
ed

 R
ea

d 
C

ou
nt

Block 2 with 2 (Score=0.48)
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