deepBlockAlign v1.0

Block group alignment: cluster-633-hY1-RNA-related with cluster-1091-hsa-mir-24-1 (Score: 0.949787)

chr9:96888128 96838148 96838168 96333188

Block 1 Block 2

chr11:93092461 93092481 93092501 93092521

Table 1: Aligned Blocks
scRNA | miRNA
Block 1 | Block 1
Block 2 | Block 2

Block alignment:

Block 1 with 1 (Score=1.00) Block 2 with 2 (Score=0.60)
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