
deepBlockAlign v1.0

Block group alignment: cluster-638-chr11-Lys-TTT with cluster-1003-chr6-Gln-CTG (Score: 0.571359)

Block 1

Block 2

Block 3

chr11:121935859 121935879 121935899 121935919

Block 1

Block 2

Block 3

chr6:27595287 27595307 27595327 27595347

Table 1: Aligned Blocks
tRNA tRNA
Block 1 Block 1
Block 2 Block 2
Block 3 Block 3

Block alignment:
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Block 1 with 1 (Score=0.43)
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Block 3 with 3 (Score=0.44)
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Block 2 with 2 (Score=0.45)
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