
deepBlockAlign v1.0

Block group alignment: cluster-812-n-a with cluster-1015-hsa-mir-219-1 (Score: 0.842518)

Block 1 Block 2

chr19:54175315 54175335 54175355 54175375

Block 1 Block 2

chr6:33283610 33283630 33283650 33283670

Table 1: Aligned Blocks
n/a miRNA

Block 1 Block 1
Block 2 Block 2

Block alignment:
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Block 2 with 2 (Score=0.57)
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