
deepBlockAlign v1.0

Block group alignment: cluster-853-chr2-Ala-AGC with cluster-767-U49A (Score: 0.813908)

Block 1 Block 2

Block 3

chr2:27127582 27127602 27127622 27127642 27127662

Block 1 Block 2

Block 3

chr17:16284074 16284094 16284114 16284134

Table 1: Aligned Blocks
tRNA snoRNA CD
Block 1 Block 1
Block 2 Block 2
Block 3 Block 3

Block alignment:
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Block 1 with 1 (Score=0.32)
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Block 2 with 2 (Score=0.48)
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Block 3 with 3 (Score=0.68)

tRNA
snoRNA_CD
gaps

1


