
deepBlockAlign v1.0

Block group alignment: cluster-864-chr2-Ala-CGC with cluster-1054-chr7-Cys-GCA (Score: 0.758221)

Block 1 Block 2

Block 3

Block 4

chr2:156965499 156965519 156965539 156965559 156965579 156965599

Block 1 Block 2

Block 3

Block 4

chr7:148659128 148659148 148659168 148659188 148659208

Table 1: Aligned Blocks
tRNA tRNA
Block 1 Block 1
Block 2 Block 2
Block 3 Block 3
Block 4 Block 4

Block alignment:
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Block 1 with 1 (Score=0.16)
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Block 2 with 2 (Score=0.20)
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Block 3 with 3 (Score=0.29)
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Block 4 with 4 (Score=0.23)
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