
deepBlockAlign v1.0

Block group alignment: cluster-929-E3 with cluster-30-hsa-mir-9-1 (Score: 0.937599)

Block 1 Block 2

chr3:187987781 187987801 187987821 187987841

Block 1 Block 2

chr1:154656768 154656788 154656808 154656828

Table 1: Aligned Blocks
snoRNA HACA miRNA

Block 1 Block 1
Block 2 Block 2

Block alignment:
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Block 1 with 1 (Score=0.64)

snoRNA_HACA
miRNA
gaps
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Block 2 with 2 (Score=0.86)
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