
deepBlockAlign v1.0

Block group alignment: cluster-991-chr6-Ala-CGC with cluster-674-chr14-Pro-TGG (Score: 0.815323)

Block 1

Block 2

Block 3

Block 4

chr6:26661704 26661724 26661744 26661764 26661784

Block 1

Block 2

Block 3

Block 4

chr14:20222012 20222032 20222052 20222072

Table 1: Aligned Blocks
tRNA tRNA
Block 1 Block 1
Block 2 Block 2
Block 3 Block 3
Block 4 Block 4

Block alignment:
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Block 1 with 1 (Score=0.23)
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Block 2 with 2 (Score=0.40)
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Block 3 with 3 (Score=0.29)
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Block 4 with 4 (Score=0.28)
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