
deepBlockAlign v1.0

Block group alignment: cluster-483-chr9-His-GTG with cluster-199-chr16-Gly-CCC (Score: 0.755482)

Block 1

Block 2

Block 3

Block 4

chr9:14423935 14423955 14423975 14423995

Block 1

Block 2

Block 3

Block 4

Block 5

chr16:626728 626748 626768 626788

Table 1: Aligned Blocks
tRNA tRNA
Block 1 Block 1
Block 2 Block 2
Block 3 Block 3
Block 4 Block 4

Block alignment:
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Block 1 with 1 (Score=0.44)
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Block 2 with 2 (Score=0.30)
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Block 3 with 3 (Score=0.50)
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Block 4 with 4 (Score=0.22)
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