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1 Sequence profiles of 5 and 3’ arms

Figure S1: The sequence profiles various organisms. Left column represent 5° arm motifs. Right column

represent 3” arm motifs. The scales are arbitray.
*13 hsa

715’ hsa

i

s
1

*“715" mml

bits

bits

13" mmu

“715" mmu

71 3" rno

“75' rno
g
o) s
15" gga “1 3 gea

bits

bits




bits

bits

|0
|0

bits

|0

w6l

aa

St

1
a
e
a
Bt

2 <>

0oC
&c—)
FiSlep]
:%’%
-4

=< [ S—

ﬂ

aip 6,

bits

bits

bits

|0

2Ip € .,




bits
bits i
bits
bits

- - - - - : i ;
i ] i i _

i i ] i L i = o} o S il
B - o ifngg o o o= o
e & &= & ¥ :
= re—= i S

Ii%_: % S E %
== B E 2T
- o E—‘ - 2 S H3> ~
9) 190 o = §):_ O —
K P S, 102 380
- Rl S S
34 c 1 g:_)j:, 102 the Q_%:D
: §< o : <%)<;:> 10 eoe— h = EZE
E ! O T L —
=5 “ 6%>Cc - k :;(%:C e
= q S 30
N b P i B £ -
S — B e O < S—= _
Sen 2 e ———————— o 5
D —= & —_—— ;
b o é,ﬂ?%b = o S—
C v /))

e=—=< PR 2 e

&}\15 PN o> g

§<( | — ? = é] C - — ({BI:— —

o F=2 =3 é;; ——— =t ———

= > = G5

= - g%” e
— e - % — 5

E} 05, — HE= (S35 _ S —

é% o 3 $)> %)> & —
; - e e

se= = o =
S & B B

fré irens

™ .el,,

swp g1,




bits bits

bits bits

4
|0
|0
—

ye el




